EDITOR: Victor Fet, Marshall University, 'fet@marshall.edu' ASSOCIATE EDITOR: Michael E. Soleglad, 'soleglad@znet.com' Euscorpius is the first research publication completely devoted to scorpions (Arachnida: Scorpiones). Euscorpius takes advantage of the rapidly evolving medium of quick online publication, at the same time maintaining high research standards for the burgeoning field of scorpion science (scorpiology). Euscorpius is an expedient and viable medium for the publication of serious papers in scorpiology, including (but not limited to): systematics, evolution, ecology, biogeography, and general biology of scorpions. Review papers, descriptions of new taxa, faunistic surveys, lists of museum collections, and book reviews are welcome.
Introduction
The genus Euscorpius Thorell, 1876 is one of the most studied groups of scorpions. It is very common in southern Europe and Anatolia, and its species occupy diverse habitats from the sea level up to over 2,600 m a. s. l. (Tropea et al., 2015c) . Taxonomy of this genus is complicated and still unresolved throughout its range. In the last years our group is intensively studying the genus Euscorpius in Turkey, resulting in a significant increase of the number of species in this country. Since 2012 the number of Turkish species has increased from two to 13 Tropea et al., 2012 Tropea et al., , 2014b Tropea et al., , 2015c , 2015 . In addition, recently Fet et al. (2016) published a phylogeny on populations related to the subgenus Alpiscorpius Gantenbein et al., 1999 in Turkey. In this paper, as a part of an ongoing study on the populations of the genus Euscorpius in Turkey, we describe a new Euscorpius species, E. honazicus sp. n., based on morphological and molecular evidence, increasing to 14 the Euscorpius species currently recognized in Turkey, of which eight are related to the subgenus Alpiscorpius.
Material and Methods
The trichobothrial notation follows Vachon (1974) . Morphological measurements are given in millimetres (mm) following Tropea et al. (2014b) . Morphological nomenclature follows Stahnke (1971) , Hjelle (1990) , and Sissom (1990) ; the chela carinae and denticle configuration follows Soleglad & Sissom (2001) ; and sternum terminology follows Soleglad & Fet (2003) . The map was generated using Earth Explorer 6.1.
Sequence data generation and phylogenetic analyses
For the present study we extracted total DNA and amplified portions of the 16S rDNA and the COI mtDNA genes from four Euscorpius specimens (Table  2) . DNA extraction, PCR amplifications and sequencing was performed as described in Parmakelis et al. (2013) . Sequence editing and alignment was performed using Codon Code Aligner v.2.06. The genetic distances (Tables 3 and 4) were computed using the Kimura 2-parameter method (Kimura, 1980) as implemented in MEGA5 (Tamura et al., 2011) . Genetic distances are expressed as the number of base substitutions per site. Standard error estimate(s) are shown above the diagonal and were obtained by a bootstrap procedure (1000 replicates). All ambiguous positions were removed for each sequence pair. There were a total of 424 positions in the final dataset for 16S rDNA fragment and 679 for COI. Out of these, 16 and 60 were parsimony informative in the 16S rDNA and the COI fragment, respectively. For the phylogenetic analyses, we retrieved from GenBank the 16S rDNA and COI sequences of several Euscorpius species (Table 2) . These species, based on morphological and distributional data, are the ones that are more closely related to the species investigated herein. The species E. stahlavskyi and E. gamma were used as outgroups in the analysis. The phylogenetic analysis was performed under a Bayesian Inference framework (BI) using MrBayes v.3.2.2 (Ronquist et al., 2012) . The Akaike Information Criterion (Akaike, 1974) as implemented in Modeltest 3.7 (Posada & Crandall, 1998) was used to choose the best-fit model of DNA substitution to perform the analyses. The model selected was the HKY+G. In MrBayes, two independent runs with four chains each were run simultaneously. The chain length was set to 5 x 10 6 . Convergence was assumed when the average standard deviation of split frequencies was below 0.01.
A tree was sampled every 500 generations and, consequently, the summaries of the BI relied on 2 x 10 4 samples (sum of two runs). From each run 7,501 samples were used, while 2,499 were discarded as burn-in phase (25% burn-in). From the remaining 15,002 trees (sum of two runs), a 50% majority rule consensus tree was constructed for each dataset analysis. Support of the nodes was assessed with the posterior probabilities of reconstructed clades. 12.96% (7); mean = 7.09, SD = 0.40. Pedipalp patella trichobothria Pv (n=50): 5/5 (1), 6/4 (1), 6/6 (45), 6/7 (1), 7/7 (2); in total, 4 in 1% (1), 5
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Type material (31 specimens: 14 ♂ and 17 ♀). 
gnosis.
A small Euscorpius species, total length 23 29 mm. Colour of adults is ligh n The number of trichobothria on the pedipalp manus ventral surface is 4 (V 1-3 +Et 1 ). Trichobothrium et on fixed finger is located distally to the notch of the fixed finger; est is located proximally or above the notch; and dsb is located proximally to est and the notch. The number of trichobothria on the pedipalp patella ventral surface is usually 6. The number of trichobothria on pedipalp patella external surface usually is: eb = 4, eb a = 4, esb = 2, em = 3, est = 4, et = 5. Trichobothrium i of the femur is slightly distal or same level of d. The pectinal teeth number in males is usually 8 and 9, and in females usually 7. Dorsal patellar spur barely developed. Femur shorter than patella (Lfem/Lpat ratio on average is 0.93). Carapace is more or less as long as wide, but it tends to be slightly longer in the males. Average ratio Lmet/Wmet is 1.62 (1.49-1.70). Dorsal metasomal carinae granulated. Ventrolateral and ventromedian carina on segment V well formed and serrulated. The ventromedian carinae on segment V can be formed by two rudimentary paired lines of granules.
Trichobothrial and pectinal teeth count variation.
The variation obs (23 ♂, 27 ♀) is given below. 9/9 (5), 9/10 (1), 10/8 (1); in total, 8 in 56.52% (26), 9 in 39.13% (18) and 10 in 4.35 58.
Pectinal teeth in females (n=27): 6/6 (1), 7/7 (21), 7/8 (3), 8/8 (2); in total, 6 in 3.70% (2), 7 in 83.33% (45) in 2% (2), 6 in 92% (92) and 7 in 5% 6.01, D = 0.33. Metasoma. Dorsal carinae on segments I-IV granulated; ventrolateral carinae on segment I absent, on segment II obsolete or absent, on segments III some little marked, distanced and little visible granules are present, on segment IV well visible granules are present, on segment V well marked and serrulated; ventromedian carinae absent on segm mentary paired lines of granules are present; ventral intercarinal spaces smooth or almost smooth on surfaces of segments I-III, with a few granules on segm several small granules a few bigger on segment V, granulated on lateral and dorsal surfaces.
Telson. Vesicle finely granulated, with ventral setae of different size, especially near the vesicle/aculeus juncture.
Pectines. Teeth number 8/8; middle lamellae number 4/4; several microsetae on proximal area of teeth, marginal lamellae, middle lamellae and fulcra.
Genital operculum. The genital operculum is formed by two longitudinally separated subtriangular sclerites; a few microsetae are present.
Sternum. Pentagonal shape, type 2; e than long, with a deep posterior emargination. Pedipalps. Coxa and trochanter with tuberculated carinae. F nae granulated and tuberculated; dorsal external carinae formed by spaced tubercles serrulated; irregular ventral external carinae formed by tubercles fr roximal area just on 1/2 of femur length; external median carinae formed by serrulated tubercles, mostly in proximal 1/2; anterior median carinae a rnal carinae, formed by about ten conical and spaced tubercles of variable size; intercarinal spaces granula bigger granule on dorsal surface near the carinae. Patella: dorsal and ventral internal carinae granulated, the latter slightly serrulated; dorsal external carinae from rough to smooth; ventral external carinae from crenulated with barely visible little pronounced tubercle to rough; intercarinal surfaces finely granulated, especially near the carinae. Dorsal patellar spur barely developed. Chelal carina D 1 is distinct, strong, dark and smooth; D 4 is rounded, rough and little marked; V 1 is distinct, strong, dark and smooth with a few tubercles proximally, following an oblique direction toward the internal of trichobothrium Et 1 ; V 3 rounded, dark and rough; external carina with little marked granules and rough; intercarinal tegument with fine granules; the fixed finger with notch and movable finger with lobe well formed.
Finger dentition. in the most distal part is present a DD on the tip; MD is formed by very small denticles closely spaced forming a more or less straight line, discontinued at each 5-8 denticles at level of the OD, in proximal position some MD denticles are overlap forming two lines; fixed finger has 6/6 OD, 5/5 ID, and 4/6 IAD; movable finger has 7/7 OD, 7/7 ID, and 7/7 IAD.
Trichobothria. Chela: trichobothria on the pedipalp manus ventral surface V = 3/3 (V 1-3 ) + Et 1 = 1/1; trichobothrium rium on fixed finger est situated in proximal half of the notch of the fixed finger. Patella: Pv = 6/6; et = 5/5, est = 4/4, em = 3/3, esb = 2/2, eb a = 4/4, eb = 4/4. Femur: trichobothrium d is barely proximal to i, while trichobothrium e is well distal to both d and i, and situated on dorsal surface barely on dorsal external carina.
Legs. Two pedal spurs present; no tarsal spu tral row of the tarsus of the legs pair I with a total of 13/13 spinules, 12/13 on tarsus of the legs pair II, 14/14 on tarsus of the legs pair III, and the tarsi of IV legs are missing. The spinule are of increasing size from proximal to distal, ending with two spinules that form a "Y" shape; 3 main flanking tarsal setae present. Tubercles present on ventral and dorsal surface of all leg femora, they are more marked and dark ventrally.
Chelicerae. Typical of the genus Euscorpius.
Phylogenetic analysis
The 50% majority-rule consensus BI tree is shown in Figure 19 . The tree is very well resolved and it is evident that the three specimens of the newly described species form a monophyletic group with high posterior support. E. arikani is the species more closely related to this group, whereas E. phrygius is the most distant.
Ecological notes
Mount Honaz (Turk. Honaz Dağı) is an isolated mountain located in southwestern Turkey. At 2528 m a.s.l. (Kırmacı, 2008) , it is the highest mountain in Turkey's Aegean Region. It is covered with forests, particularly in its northern areas and below 1800 m a.s.l., dominated by red pine, black pine and juniper. The specimens of Euscorpius honazicus sp. n. were collected between 871 and 2500 m a.s.l.; only E. ciliciensis was collected at greater heights (Tropea et al., 2015c) . The type locality of E. honazicus sp. n. is on the top of Mount Honaz to 2500 m a.s.l., where low temperatures prevail. This habitat is characterized by rocky places and stones with scattered vegetation and Juniperus sp. formations. Some specimens were collected very close to patches of snow. The sampling locality in the northernslope of Mt. Honaz is covered by black pine forest (Pinus nigra J.F. Arnold). All the specimens of species), all morphologically and/or geographically well Euscorpius honazicus sp. n. were collected under stones.
Mount Honaz is a lone mountain that does not distinguishable from E. honazicus sp. n. E. honazicus sp. n. can mainly be differentiated belong to any mountain range. It is isolated by Büyük Menderes River in the north, Akçay River in the west, and Dalaman River in the south. Probably due to the from light to medium brown-reddish, without marbling on chelicerae, while E. mingrelicus is dark brown with isolation, numerous endemic species have been reported from this mountain massif. According to Duran et al. (2009) , 99 endemic plant species occur in the Mount Honaz National Park. Among recently described animal endemics of Mt. Honaz are two mite species (Urhan, 2009 (Urhan, , 2010 , two staphylinid beetles (Anlaş & Örgel, 
sp. n. and other similar species
In Turkey there are seven species with the trihas the metasomal segment V with carinae well marked and granulated 2014; Anlaş, 2015) , and one ant species (Karaman & Aktaç, 2013) .
Differences between E. honazicus
chobothrial series Pe-em = 3 (not including the new from E. mingrelicus as follows: (1) E. honazicus sp. n. is dark marbling on chelicerae; and (2) E. honazicus sp. n.
, versus a almost smooth segment V, with or without very small and spaced granules in E. mingrelicus is found along the lack Sea coast of Turkey and Georgia, slightly exp follows: (1) E. hon mingrelicus. E. honazicus sp. n. is found in southwestern Turkey, while E. B anding beyond the northwestern border of Georgia into Russia.
E. honazicus sp. n. can mainly be differentiated from E. phrygius and E. uludagensis as azicus sp. n. has the trichobothrial series on pedipalp patella external surface et = 5, versus et = 4 in E. phrygius and E. uludagensis; (2) E. honazicus sp. n. is (Fet et al., 20 (Fet et al., 20 Euscorpius mingrelicus Turkey, Rize Province, Çamlıhemşin, near Şenköy village, 720 m a.s.l., 40.8644°N, 40.9647°E (Fet et al., 2016 ) (Fet et al., 2016) 
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mments
In the last years our research group is intensively studying the genus Eusc published, and unpublished, morphological and genetic si ntry. Since 2012, the number of species in Turkey has increased from two to 13, not including the new species herein described pea et al., 2013 , 2015 Ya These spec ricted mountainous areas with the exception of E. mingrelicus, which, at present, has a very extensive distribution when compared to other Turkish species of Euscorpius. This high extent of speciation in the mountainous areas, often with restricted ranges, is in agreement with other new species of Euscorpius described in other countries in recent years (e.g. see Tropea et al., 2013 Tropea et al., , 2014a Tropea et al., , 2015a 2015b) .
Our unpublished morphological and molecular data indicate the presence of probable good species from different mountainous areas and that some populations might need to be more thoroughly investigated (Tropea & Yağmur, 2016 ). the new species described herein clusters with their population "number 7" from Mt. Honaz. In addition, recently Tropea & Yağmur (2016) described E. sultanensis, which is found in Sultan Mts., relativ Rece , F t al. (2 16) pre ented a phyloge sed on specimens rel to sub enus Alpiscorp llected n Turke . Indep ently ur gro p also h b en stud ing diff rent pop lations ge c basis, addition the morpholo ical, an the h d he population "number 10" of Fet et al. (2016) , so they could be the same species, but at the moment we have no data to confirm this.
Note that Fet et al. (2016) show a population labelled Euscorpiu rated, with a divergence of 5.8% in 16S rDNA and 4.5% in COI, from a population labelled as E. phrygius originating from the type locality of the species. We compared our genetic sequence of E. phrygius from the type locality, and as shown in our phylogenetic tree (Fig.  19 ) and in Tables 2 and 3 , they are the same species with a divergence of 0.5% and 0.2%, for 16S rDNA and COI, respectively. As regards the sequence of the population considered by them as E. phrygius, a visual investigation showed several dubious unique bases. There may be several explanations for this, anyway, this sequence is not reliable, and therefore it should not be considered as E. phrygius. Note also that in Table 4 , E. eskisehirensis has a genetic divergence with E. ciliciensis of only 0.8% in COI. This data is curious and unexpected, since usually COI sequences have a higher divergence, or sometimes of similar value, to those of the 16S rDNA marker (Tropea et al., 2015b) , which according to their 
